1,4-Dibromobutane-2,3-dione and its derivatives are important intermediates for the synthesis of compounds possessing promising anticancer activity, which is attributed to their likely interference in the hexose-monophosphate (HMP) pathway (Gogte et al., 1967) . We report herein on the crystal structure of the title compound.
The asymmetric unit of the title compound, C 4 H 4 Br 2 O 2 , contains one half-molecule, being located about a centre of inversion. In the crystal, there are no significant intermolecular interactions.
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In the title molecule, Fig. 1 , the bond lengths (Allen et al., 1987) and angles are within normal ranges. The asymmetric unit contains one half-molecule, being located on a centre of inversion. It can be compared to the 1,4-dichloro derivative that crystallized in the monoclinic space group P2 1 /c (Ducourant et al., 1986) but which also possesses inversion symmetry.
In the crystal, there are no significant intermolecular interactions (Fig. 2) .
Experimental 1,4-Dibromobutane-2,3-dione was prepared by the method reported in the literature (Ruggli & Herzog, 1946) . Yellow plate-like crystals were obtained by dissolving the title compound (0.50 g, 2.05 mmol) in dichloromethane (30 ml) and evaporating the solvent slowly at room temperature for ca. 2 days.
Refinement
The methylene H atoms were positioned geometrically and refined as riding atoms: C-H = 0.97 Å, with U iso (H) = 1.2U eq (C).
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Figure 1
The molecular structure of the title molecule, with the atom numbering. Displacement ellipsoids are drawn at the 50% probability level [Symmetry code: (a) -x+2, -y+1, -z+1].
Figure 2
A view along the a axis of the crystal packing of the title compound. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement.
1,4-Dibromobutane-2,3-dione
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Br 0.0755 (7) 0.0501 (7) 0.0647 (9) −0.0027 (7) 0.0041 (7) 0.0097 (6) O 0.076 (5) 0.036 (3) 0.073 (6) −0.026 (5) −0.019 (5) 0.007 (3) C1 0.045 (6) 0.068 (7) 0.052 (7) 0.000 (6) 0.009 (6) −0.016 (7) C2 0.033 (5) 0.028 (4) 0.057 (7) 0.013 (6) 0.023 (5) 0.007 (5) 
